E‘J%-‘\%AM

F7=
A 20065248 (EH) 15:00~17:00
B A0 B XKFEFIAE2FA222EET

MR AVV)ARIRICEKH LB R - HARE - KFBRE
(SIEREM)

709%L W—iB
1) Dr. Lea Thegersen (Senior Bioinfor-

matics Scientist, CLC bio)
In-silico drug design at the bench

side: Inhibition of cyclin-dependent
kinase 2

2) MAERNE (70 7z RXEH(/12Y
1I/A8))
CLC Drug Discovery Workbench®{#:&
E0E - QIEADFERE

L gy

« BAHEX - RIENAAFTXICHEITSPFORD
XIBEREXOMYHEADIEN

AARRAUR (EHRX-WEHEHRH)
BHMNER (RIR/AAX-NAAYIIRAEW)
RAB—-NR (EERX- NRHETHRH)

S W jﬂ'_ i d=




Dr. Lea Thagersen (Senior Bioinfor-
matics Scientist, CLC bio)

In-silico drug design at the bench side:
Inhibition of cyclin-dependent kinase 2

Abstract: In-silico studies can augment the insight and
understanding of optimal drug interaction with a
target protein. Enabling bench chemists to exploit
structure based drug design in the hypothesis
generation process allows for optimal support in the
hit-to-lead discovery as well as lead optimization
phase. In-silico design of new inhibitors for cyclin
dependent kinase 2 (CDK2) will be demonstrated with
easy accessible tools, as well as application of
bioinformatics, to access available structural insight
for CDK2 and homologs.



