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1000 Genomes

A Deep Catalog of Human Genetic Variation

Home About Data Analysis Participants Contact Browser Wiki  FTP search I

Recent improvements in sequencing technology ("next-gen" sequencing
platforms) have sharply reduced the cost of sequencing. The 1000 Genomes
Project is the first project to sequence the genomes of a large number of people,
to provide a comprehensive resource on human genetic variation.

327

H7T7T (BRIS0SVTLESD) 523
H7ST 494 LXMDYy ) LEEREL
7I)h 691 T—AN—X
3—Ay/N 514
Rk A 355 /| v
=111 2,577
T—ARE (2013F3AIE) 464 Thbytes

20131107 BEERIA—ILEI—) @iBEHH 6

GWASDHI: 105 DSNPs&17FE£E D & B D Y&

(RBLREED—1E)

. Digestive system disease

@ Cardiovascular disease

(© Metabolic disease

() Immune system disease

O Nervous system disease

. Liver enzyme measurement

O Lipid or lipoprotein measurement
O Inflammatory marker measurement
(© Hematological measurement
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(O Response to drug

(© Biological process

@ Cancer

@ Other disease

@ Other trait
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