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Structural Life Science

.
SLS-DC Data Cloud
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Keyword
Query: gene/protein, compound or disease name, UniProtKB ID/AC, EntrezGene ID, EMBL,
Ensembl, Ensembl_TRS, Ensembl_PRO, OMIM ID, ...
(e.g. beta galactosidase, galactosemia, BGAL_HUMAN, ENSP00000306920, M27507, AC112211)

Sequence
Query: DNA/protein sequence (FASTA format)
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Space and numerical/control characters are automatically neglected.
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