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Frontier of Protein Structure Prediction
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Organized by: Platform for Drug Discovery, Informatics, and Structural Life
Science - Informatics Core

HE:2013F 2821 H CK) 13K~17H

Date: 13:00 - 17:00, 21st, Feb., 2013
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Venue: Conference Room, 2nd Floor, Science Building 3, Ochanomizu Univ.

(Building #20 on the campus map)
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