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VaProS: VAriation effect on PROtein Structure and function \z Az
VaProS, VAriation effect on PROtein Structure and function, is a new data cloud for Structural Life Science and is the core technology [% ﬁ IJ ] i i 1'* iJIl:=EI %
to lead the collaboration between the discipline in Structural Biology and the whole Life Sciences. Led by the initiative of National Institute of

Genetics, VaProS has been developed around the Integrated Structural Biology Database at Institute for Protein Research in Osaka
University, together with the selected outcomes from Protein 3000 Project, Targeted Proteins Research Program, Genome Network Project
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