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Your query sequence
>Sample

Enter your sequence variations * Mandatory fields MALWMRLLPLLALLALWGPDPAAAFVNQHLCGSHLVEALYLVCGERGFFYTPKTR
; REAEDLQVGQVELGGGPGAGSLQPLALEGSLQKRGIVEQCCTSICSLYQLENYCN

>Sample
MALWMRLLPLLALLALWCPDPAAAFVNQHLCCSHLVEALYLVCGERGFFYTPKTR
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E-mail

Optional, but strongly recommended.

[E-mail] p4d—info@nig.acjp
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